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This study examined the effects of the dietary
supplementation of Lactobacillus acidophilus D2/
CSL (CECT 4529) on broiler caecal microbioma
and metabolic functions. A total of 14 caecal con-
tents were tested. Four samples were collected at
day 0, before dietary treatment. Moreover, five
samples were collected from both control and
treated groups at 41 days. At the end of the rear-
ing period the relative abundance (%) of Lacha-
nospiraceae was significantly higher mn treated
birds in comparison to the control (17.07 wvs
14.39; P=0.036). The bacterial species signifi-
cantly higher in the chickens treated with 1x109
CFU/kg of Lactobacillus acidophilus were Rumi-
nococcus obeum, Clostridium clostridioforme,
Roseburia intestinalis, Lachnospiraceae bacteri-
um 14- 2T and Coprococcus eutactus. Part of
these species belongs to Clostridium cluster IV,
positively impacting gut health through the pro-
duction of butyrate and short chain fatty acids.
The metabolic functions significantly higher in
the treated group at 41 days belong to the biosyn-
thesis of other secondary metabolites, glycan bio-
synthesis and metabolism, folding, sorting and
degradation, carbohydrate as well as amino acid
metabolisms. Particularly interesting is the high-
er level of the p-glucosidase contributing to the
hydrolysis of glucose monomers from non-starch
polysaccharides playing an important role in the
fermentation of undigested carbohydrates and ul-
timately in animal performance and health.
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